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Supplementary Box 1. Methods for Figure 2.

The evolutionary history was inferred by using the Maximum Likelihood method based on the Jukes-
Cantor model [1]. The tree with the highest log likelihood (-23697.65) is shown. Initial tree(s) for the
heuristic search were obtained automatically by applying Neighbor-Join and BioNJ algorithms to a matrix
of pairwise distances estimated using the Maximum Composite Likelihood (MCL) approach, and then
selecting the topology with superior log likelihood value. Bootstrap support values (270%) are given,
based on 1000 tree iterations. The analysis involved 62 nucleotide sequences. All positions with less
than 95% site coverage were eliminated. That is, fewer than 5% alignment gaps, missing data, and
ambiguous bases were allowed at any position. There were a total of 1242 positions in the final dataset.
Evolutionary analyses were conducted in MEGA7 [2]. Sequences were retrieved from the NCBI database
and aligned with MUSCLE [3] using the Neighbor-Joining clustering method, with -400 gap open penalty
and a maximum of 8 iterations.

The methods for Figure 2B are the same as those for 2A, except as noted. The tree with the highest log
likelihood (-18306.95) is shown. The analysis involved 39 nucleotide sequences. There were a total of
1177 positions in the final dataset.
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Supplementary Box 2. Microorganisms in Figure 3.
The red color indicates yeast extract was used in the medium.
Notation: 2CA= Two chamber MFC; 1CA=1 chamber MFC.
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