
INVITED STUDENT SPEAKERS
Kelly Ness

Sleep  restriction  increases  fat  metabolism  and  alters  lipid
trafficking, changes that are not fully restored with two nights
of  recovery  sleep:  implications for  cardiometabolic  disease
risk
Kelly earned her bachelor’s degree from Washington University
in  Saint  Louis  in  2011,  double  majoring  in  Biology  and
Environmental  Studies.  After  graduating,  she  participated  in
the junior scientist training program at the National Institutes
of Health and worked as a medical  technologist  at  Medstar
Washington Hospital  Center.  Kelly  joined the  Integrative  and
Biomedical Physiology program at Penn State in 2014 and is
advised  by  co-mentors  Gregory  C.  Shearer  and  Orfeu  M.
Buxton.  She  is  the  recipient  of  a  T32  Ruth  L.  Kirschstein
National Research Service Award (NRSA) and served as chair

of the Huck Graduate Student Advisory Committee (HGSAC) from 2017-2018. Kelly has two
first-author publications, one in press and one under review, with a third in preparation.  

Mengyuan Jia

Identification  of  new  late  blight  resistance  genes  using
Genotyping-by-sequencing and RNA-sequencing approaches
Mengyuan Jia received her bachelor’s degree in biology from 
the College of St. Scholastica and her master’s degree at 
University of Minnesota in 2014, conducting genetic and 
molecular research of nectar production and regulation. She 
joined the Plant Biology program as a PhD candidate in 
2014,and has been working with Dr. Majid Foolad on mapping 
and breeding new late blight resistance genes in tomato. She 
received the Huck Braddock/Robberts endowment funds, the 
College of Ag graduate student competitive grant, the J. 
Franklin Styer Grad Fellowship, and the Huck travel grant. She 
has given several oral and poster presentations on campus and
at the 2019 International Plant and Animal Genome 
Conference. She co-authored one publication in 2018, and two 

first-author manuscripts are in preparation.   
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INVITED STUDENT SPEAKERS
Zhi Chai

RNAseq studies reveal distinct transcriptional response to
vitamin  A  (VA)  deficiency  in  small  intestine  (SI)  versus
colon, discovering novel VA-regulated genes
Zhi received his bachelor’s degree in Animal Sciences from
Zhejiang University in 2013. Since then he has been working
towards his  PhD in  Physiology with  Dr.  Catharine  Ross  in
Nutritional  Sciences.  Joining  force  with  researchers  in
Immunology  and  Bioinformatics,  his  project  studies  the
effects  of  vitamin  A  deficiency  and  Citrobacter  rodentium
infection on the transcriptomes in mice intestine.   He has
gained familiarity with the pipeline of  RNAseq study,  from
performing  animal  studies  to  differential  expression  and
WGCNA analyses. He received a Huck Graduate Fellowship
in 2013 and a NIH-NRSA T32 Grant in 2014. During the ASN
conference  in  2018,  he  won  two  travel  awards  through

poster  competitions,  one  titled  “Emerging  Leaders  in  Nutrition  Science”  and  the  other
“Carotenoid and Retinoid Interactive Group.” 

Nathan Johnson

Sequence  divergence  among  trans-species  small  RNAs  in
parasitic  plant  genus  Cuscuta compensates  for  target-site
diversity in hosts
Nate is a PhD candidate in Plant Biology,  working with Mike
Axtell.  His current work focuses on the intersection of small
RNAs and parasitic plants, investigating the recent discovery of
trans-species  gene-regulation  in  Cuscuta.  He  completed  his
bachelor’s  degree  in  Plant  Biology  from  Michigan  State
University in 2011, where he then continued work on cell wall
biosynthesis as a part of the Great Lakes Bioenergy Research
Center. As a part of the Axtell lab, Nate has published work in
the journals G3, Current Opinion in Plant Biology, and Nature

and  received  funding  from  the  Hill  Memorial  travel  grant  as  well  as  the  Huck  Graduate
Research Innovation Grant. 
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